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types of dialysis membranes used. These data may lead to further characterizations
of uremic toxins, which cause uremic syndrome (uremia) in ESRD, and improve-
ment of the dialysis adequacy.

The aforementioned data represent only some of excellent examples to demon-
strate the recent progress in the renal and urinary proteomics filed. With this great
potential and the strong networking of HKUPP and EuroKUP, the ultimate goals of
better therapeutic outcome and earlier diagnosis of kidney and other diseases are
highly feasible.
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